DAC-E system strands:

Rule tile strands.
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TCACTCTACCGCACCAGAAT GGAGAT
CATTCTGGACGCCATAAGATAGCACCTCGACTCATTTGCCTGCGGTAG
CAGTAGCCTGCTATCTTATGGCGT GGCAAAT GAGT CGAGGACGGATCG
TCACTCGATCCGT GGCTACTGGAGAT

AGTGAGGCAATCCACAACCGCATCTC
GCGGT TGTCCAACT TACCAGATCCACAAGCCGACGT TACAGGATTGCC
GCTCTACAGGATCTGGTAAGT TGGTGTAACGTCGECTTGTCCGTTCGC
AGTGAGCGAACGGTGTAGAGCATCTC

TCACTCAAACGCACCACTCTGICTTG
CAGAGT GGACGAAAGCT CACGGCACCAAGTATCAGGTTCCTGCGTTTG
CTGTAGCCTGCCGT GAGCT TTCGTGGAACCTGATACTTGGACGAGT TG
TCACTCAACTCGTGGCTACAGICTTG

GTATGGCTCGGCACCTCAAACATCTC
GTTTGAGGACGCTATGAACAT CCACCTAAGCAGAGACACCTGCCGAGC
CGAGTACCTGGATGT TCATAGCGTGGTGTCTCTGCTTAGGACGAATGC
GTATGGCATTCGTGGTACTCGATCTC

CATACCGT TGGCACCGAAAGCGAGAT
GCTTTCGGACT CGATCTCCAGACACCTACT GCGGT TCACCTGCCAACG

GCTTTCGGACTCGATCTCCGCTGCTTTTGCAGCGGAT T TCCAGACACCTACT GCGGT TCACCTGCCAACG
CGATGACCTGTCTGGAGCTACCGCT TTTGCGGT AGCT TGATCGAGT GGT GAACCGCAGT AGGACGCCTCG

CGATGACCTGT CTGGAGAT CGAGT GGT GAACCGCAGTAGGACGCCTCG
CATACCGAGGCGTGGTCATCGTICTTG

AGTGAGAACGACCACATCATCCAAGA
GATGATGTCCTTGTAAACT TCGCCACTCTAATCGCAATCAGGTCGTTC

GATGATGT CCTTGTAACGCTCTGCTTTTGCAGAGCGT TACTTCGCCACTCTAATCGCAATCAGGTCGTTC
GAGCAACAGGCGAAGT CTCCATCGT TTTCGATGGAGT TTTACAAGGT GATTGCGATTAGAGT CCGTAAGC

GAGCAACAGGCGAAGT TTACAAGGT GATTGCGATTAGAGT CCGTAAGC
GTATGGCTTACGGTGTTGCTCCAAGA

for use with R-type nucleating strands.
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GTTGATGGAGTATAGT GTATTGGATGAAATGTTATGT
TCACTGCTGAAGGCAGAGGACTGTGCTGGACTTGGTC
TGGTAATGTAAGGACCTCTGCCTTCAGC
CATACGACCAAGTGGATTTGTAGGAT
TCACTGACCAAGT GGATTTGTAGGAT
GGTTGAATGACCAGCACAGT

maki ng nucl eating strands with assenbly PCR
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TGAATGAGGATTTGTAGGATGT TGATGGAGTATAGT GTAT
TATTGGATGAAATGT TATGT TGGTAATGTAAGGAGGTTGA
ACATAACATTTCATCCAATACACTATACTCCATCAAC
ATCCTACAAATCCTCATTCAACCTCCTTACATTACCA

Figure S6: DAO-E sequences.



